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AIC Akaike’s information criterion 

AMOVA analysis of molecular variance 

ANOVA analysis of variance 

BLUP best linear unbiased prediction 

CSS clone and strain synthesis 

DMY(s) dry matter yield(s) 

Exp. experiment 

GCA general combining ability 

GEI genotype-by-environment interaction 

GD(s) genetic distance(s) 

GGD general genetic distance 

HFAC Hokuren Federation of Agricultural Cooperatives 

HSD honestly significant difference 

KAES Kitami Agricultural Experiment Station 

NAROH National Agricultural and Food Research Organization Hokkaido Agricultural 

Research Center 

PC1 first principal coordinate 

PC2 second principal coordinate 

PCOA principal coordinate analysis 

PCR polymerase chain reaction 

PP(s) pollen parental strain(s) 

PRC(s) partial regression coefficient(s) 

RCBD randomized complete block design 

REML restricted/residual maximum likelihood 

RRS reciprocal recurrent selection 

SCA specific combining ability 

SD standard deviation 

SE standard error 

SGD specific genetic distance 

SSR simple sequence repeat 

SP(s) seed parental clone(s) 

Syn1 first generation of synthetics, first synthetic (generation) 

Syn2 second generation of synthetics, second synthetic (generation) 

Syn3 third generation of synthetics, third synthetic (generation) 

Syn4 fourth generation of synthetics, fourth synthetic (generation) 

UPGMA unweighted pair group mean average 
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