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Distinguishing Lactobacillus plantarum Hokkaido by PCR analysis

Ryoji

Nakagawa

L. plantarum HOKKAIDO, a lactic acid bacteria isolated from Japanese pickles, is a good fermenter

of beans, vegetables and fruits. When the HOKKAIDO strain is applied as a starter, contamination by

other types of lactic acid bacteria must be prevented. A RAPD-PCR method was used with multiplex
PCR to distinguish between the HOKKAIDO strain and other types of lactic acid bacteria. PCR analysis

was found to be effective for such distinguishing.
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2, L.pentosus (359 240bp (2N FHAMHE I N 5. 1
WRL72X DS, RWFZETHR L7z 6 Bk L. plantarum

o 2@ 6 ® ® ® © ® My

1 recA gene & % —/%"v b & U 7=multiplex PCR%' R

O; HOKKAIDO ¥, @; FG-1 ¥k, ®; JCM1149T, @; IFO3070,
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WD DD L. plantarum FEE & OFRR 2 A7z, &
DRER, WEDY Y ITNTIAI—%MEH) T LIZE 5T
WS A EDRETH - 72,



JeiigE AL gE ~ & — i No.7 2007

49

1)

2)

3)

D20 O®6e 6060 O MM,

B)

DO OO0 O MM,

X2 LacRAPD-1(A)%/:l3LacRAPD-2(B) %M\ \/z-RAPD-PCR% 't
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